* # 

1/37 

• • * * 

1 GTCGACCCACGCGTCCGCAGCCTTCTCAGTATGGACCAMGTACCCMGCCTGTGCTGGT 60 

I MDQSTQACAG 10 

61 GAGAAACATTGCCATAACAGGGGTGGCCTACACTTCAGAATGCTTCCCCTGCAAACCTGG 120 

HEKHCHNRGGLHFRMIiPLQTW 30 

121 CACGTATGCAGACAAGCAGGGCTCCTCTTTCTGCAAACTTTGCCCAGCAACTCTTATTCA 180 

31HVCRQAGLLFLQTLPSNSYS 50 

181 AATAAAGGAGAAACTTCTTGCCACCAGTGTGACCCTGACAAATACTCAGAGAAAGGATCT 240 

51NKGETSCHQCDPDKYSEKGS 70 

241 TCTTCCTGTAACGTGCGCCCAGCTTGCACAGACAAAGATTATTTCTACACACACACGGCC 300 

71 g S c N V R P A C TD U H I T fl TJ 90 

301 TGCGATGCCAACGGAGAGACACAACTCATGTACAAATGGGCCAAGCCGAAAATCTGTAGC 360 

91 C D A N G E T Q L M Y K W A K P K I C S 110 

• • ' ' ' 

361 GAGGACCTTGAGGGGGCAGTGAAGCTGCCTGCCTCTGGTGTGAAGACCCACTGCCCACCC 420 

111 E D L E G A V K L P A S G V K T H C P P 130 

421 TGCAACCCAGGCTTCTTCAAAACCAACAACAGCACCTGCCAGCCCTGCCCATATGGTTCC 480 

131 CNPGFFKTNNSTCQPCPY G-S- 150 

481 TACTCCAATGGCTCAGACTGTACCCGCTGCCCTGCAGGGACTGAACCTGCTGTGGGATTT 540 

151 YGNCSDCTR CPA GTEPA VGF 170 

541 GAATACAAATGGTGGAACACGCTGCCCACAAACATGGAAACGACCGTTCTCAGTGGGATC 600 

171EYKWWNTLP T N M E T T V L S G I 190 

601 AACTTCGAGTACAAGGGCATGACAGGCTGGGAGGTGGCTGGTGATCACATTTACACAGCT 660 
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191 N F E Y K G M T G W E V A G D H I Y T A 210 

661 GCTGGAGCCTCAGACAATGACTTCATGATTCTCACTCTGGTTGTGCCAGGATTTAGACCT 720 

2n A g A S D H D FMILTLVVPGFRP 230 

• • * * 

721 CCGCAGTCGGTGATGGCAGACACAGAGAATAAAGAGGTGGCCAGAATCACATTTGTCTTT 780 

231 P Q S V M A D T E N R E V A R I T F V F 250 

781 GAGACCCTCTGTTCTGTGAACTGTGAGCTCTACTTCATGGTGGGTGTGAATTCTAGGACC 840 

251 b-4 LCSVNCELYFMV G V N S R T 270 

841 AACACTCCTGTGGAGACGTGGAAAGGTTCCAAAGGCAAACAGTCCTATACCTACATCATT 900 

271 N T P V E TWKGSKGKQSYTYII 290 

901 GAGGAGAACACTACCACGAGCTTCACCTGGGCCTTCCAGAGGACCACTTTTCATGAGGCA 960 

291EENTTTSFTWAFQRT T F H E A 310 

********** > , ... . 

961 AGCA^AAGTACACMGACGTTGCCMGATCTACTCCATCMTGTCACCMTGTTATG 1020 

311 S R K Y T N D V A K I Y S I N V T N V M 330 

1021 AATGGCGTGGCCTCCTACTGCCGTCCCTGTGCCCTAGAAGCCTCTGATGTGGGCTCCTCC 1080 

331 g G V A S Y C R P C A L E A S D V G S S 350 

1081 TGCACCTCTTGTCCTGCTGGTTACTATATTGACCGAGATTCAGGAACCTGCCACTCCTGC 1140 

351 c T S C P A G Y Y I D R D S G T C II C C 370 

1141 CCCCCTAACACAATTCTGAAAGCCCACCAGCCTTATGGTGTCCAGGCCTGTGTGCCCTGT 1200 
371 PPHTILKAHQPY GVQAC VPC 390 

1201 GGTCCAGGGACCAAGAACMCAAGATCCACTCTCTGTGCTACAATGATTGCACCTTCTCA 1260 
391 G p GTKNN KIHSLCYNDCTFS 410 
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1261 CGCMCACTCCAACCAGGACTTTCAACTACAACTTCTCCGCTTTGGCAMCACCGTCACT 1320 

411RNTPTRTFNYNFSALANTVT 430 

» » • • ■ • 

1321 CTTGCTGGAGGGCCAAGCTTCACTTCCAAAGGGTTGAAATACTTCCATCACTTTACCCTC 1380 

431LAGGPSFTSKGLKYFHHFTL 450 

********** 

1381 AGTCTCTGTGGAAACCAGGGTAGGAAAATGTCTGTGTGCACCGACAATGTCACTGACCTC 1440 

451SLCGNQGRKMSVCTDNVTDL 470 

1441 CGGATTCCTGAGGGTGAGTCAGGGTTCTCCAMTCTATCACAGCCTACGTCTGCCAGGCA 1500 

471 R I P E G E S G F S K S I T A Y V C Q A 490 

1501 GTCATCATCCCCCCAGAGGTGACAGGCTACAAGGCCGGGG'TTTCCTCACAGCCTG'TCAGC 1560 

491 V I I P P E V T G Y K A G V S S Q P V S 510 

1561 CTTGCTGATCGACTTATTGGGGTGACAACAGATATGACTCTGGATGGAATCACCTCCCCA 1620 

511 L A D R L I G V T. T D M T L' .D. G .1 T S_P 530 



1621 GCTGAACTTTTCCACCTGGAGTCCTTGGGAATACCGGACGTGATCTTCTTTTATAGGTCC 1680 
531 A E L F H L E S L G I P D V I F F Y R S 550 



1681 AATGATGTGACCCAGTCCTGCAGTTCTGGGAGATCAACCACCATCCGCGTCAGGTGCAGT 1740 

551NDVTQSCSSGRSTTIKVRCS 570 

, i > < • • 

1741 CCACAGAAAACTGTCCCTGGAAGTTTGCTGCTGCCAGGAACGTGCTCAGATGGGACCTGT 1800 

571PQKTVPGSL L L P G T C S D G T C 590 

1801 GATGGCTGCAACTTCCACTTCCTGTGGGAGAGCGCGGCTGCTTGCCCGCTCTGCTCAGTG 1860 

591 8— G- CNFHFLWESAAACPLC S_V 610 



1861 GCTGACTACCATGCTATCGTCAGCAGCTGTGTGGCTGGGATCCAGAAGACTACTTACGTG 1920 
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611 A D Y H A I V S S C V A G I Q K T T Y V 630 



1921 TGGCGAGAACCCAAGCTATGCTCTGGTGGCATTTCTCTGCCTGAGCAGAGAGTCACCATC 1980 

631WREPKLCSGGI S L P E Q R V T I 650 

1981 TGCAAAACCATAGATTTCTGGCTGAAAGTGGGCATCTCTGCAGGCACCTGTACTGCCATC .2040 

651CKTIDFWLKV GISAGTCTAI 670 

2041 CTGCTCACCGTCTTGACCTGCTACTTTTGGAAAAAGMTCAAAMCTAGAGTACMGTAC 2100 

671LLTVLTCYFWKKNQKLEYKY 690 

2101 TCCAAGCTGGTGATGAATGCTACTCTCAAGGACTGTGACCTGCCAGCAGCTGACAGCTGC 2160 

691 S K L V M N A T L K D CDLPAADSC 710 

2161 GCCATCATGGMGGCGAGGATGTAGAGGACGACCTCATCTTTACCAGCMGAATCACTCT 2220 

711AIMEGEDVEDDLIFTSKNHS 730 

2221 TTGGGAAGATCAAATCATTTACCTCCAAGAGGACTCCTGATGGATTTGACTCAGTGCCGC 2280 

731LGRSNHLPPRGLLMDLTQCR 750 

2281 TGMGACATCCTCAGGAGGCCCAGACATGGACCTGTGAGAGGCACTGCCTGCCTCACCTG 2340 

751 * 751 

• • i • • • 

2341 CCTCCTCACCTTGCATAGCACCTTTGCMGCCTGCGGCGATTTGGGTGCCAGCATCCTGC 2400 

2401 AACACCCACTGCTGGAAATCTCTTCATTGTGGCCTTATCAGATGTTTGAATTTCAGATCT 2460 

2461 TTTTTTATAGAGTACCCAAACCCTCCTTTCTGCTTGCCTCAAACCTGCCAAATATACCCA 2520 
2521 CACTTTGTTTGTAAATTAAAAAAAAAAAAAAAAA 2554 
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1 TGAGGTGGATTTGTACCGGAGTCCCATTTGGGAGCMGAGCCATCTACTCGTCCGTTACC 60 

» * ti» • 

61 GGCCTTCCCACCATGGATTGCCAAGAAAATGAGTACTGGGACCAATGGGGACGGTGTGTC 120 

1 MSTG TNGD GVS 11 

121 ACCTGCCAACGGTGTGGTCCTGGACAGGAGCTATCCAAGGATTGTGGTTATGGAGAGGGT 180 

12 PANGVVLDRSYPRIVVMERV 31 

181 GGAGATGCCTACTGCACAGCCTGCCCTCCTCGCAGTACAAAAGCAGCTGGGGCCACCACA 240 

32 EMPTAQPALLAVQKQLGPPQ 51 

241 AATGTGCAGAGTTGCATGCACCTGTGCTGTCATCAATCGTGTTCAGAAGGTCAACTGCAC 300 

52 M C R V A C T C A V I jj R V g K V g C T 71 

301 ACCTACCTCTAATGCTGTCTGTGGGGACTGTTTGCCCAGGTTCTACCGAAAGACACGCAT 360 

■72 PTSMAVCGDCLPRFYRKTRI 91 

361 TGGAGGCCTGCAGGACCAAGAGTGCATCCCGTGCACGAAGCAGACCCCCACCTCTGAGGT 420 

92 GGLQDQECIPCTKQTPTSEV 111 

421 TCAATGTGCCTTCCAGTTGAGCTTAGTGGAGGCAGATGCACCCACAGTGCCCCCTCAGGA 480 

112 QCAFQL CIiVE ADAPTVPPQE 131 

481 GGCCACACTTGTTGCACTGGTGAGCAGCCTGCTAGTGGTGTTTACCCTGGCCTTCCTGGG 540 

132 A T L_V_A_ L VSSLLVVFTLAFL g 151 

541 GCTCTTCTTCCTCTACTGCAAGCAGTTCTTCAACAGACATTGCCAGCGTGGAGGTTTGCT 600 

152 1 f f 1 y c k q f f n r h c q r g g 1 1 171 

******** . 

601 GCAGTTTGAGGCTGATAAAACAGCAAAGGAGGAATCTCTCTTCCCCGTGCCACCCAGCAA 660 

172 q f e a d k take e s 1 f p v p p s k 191 
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661 GGAGACCAGTGCTGAGTCCCAAGTCTCTTGGGCCCCTGGCAGCCTTGCCCAGTTGTTCTC 720 
192 e t a a c sqvswapgslaqlfs 211 

721 TCTGGACTCTGTTCCTATACCACAACAGCAGCAGGGGCCTGAAATGTGATGTCCACAAGA 780 
212 1 d s v p i p q q q q g p e m * 227 

7 8 1 GCTAATACCCTACAGATGGGGCATATCCTATCCCATCCCACCAGAGGATTGATTCTCCAT 84 0 

O 841 TTCACAAGGACTGATCTGGAGCATTTCTTGCTTCCCTGTTGTAGTCTGGGGAGCCAGATT 900 

*»>* 

i» , , , . 

s=ss> 

2 901 CCACATTCATGGGACTACCAGACATGTTCCTAGCTCAACTTGATTATAGAGAAGAGGAGA 960 

y ...... 

y 961 GAGGACAGTGMTGGGGTAGGGTTTTCATGTCTGCATTTTTGGTCAGGTAAGCCTCTCAA 1020 

s 

£3 ...... 

M 1021 AATTGTGTTGGCACATCTACCTAGCACTTTAGGGACAAAATCAAACCCTTCTCCCCTTTT 1080 

51 

Q - ' * 

fU 1081 AGCTCCTCCACACTGCCTCCCTCCTCAACACACACACACACACATACACACACATATACA 1140 

♦ .... 

1141 TAGACACACAAACACACACACACACATTAATATCTATCTTGGGGGAAGCCTCGTGCCATA 1200 

1201 ATTCCCAAGTCATGTCTCAGACTGCTGCATTGCAGCATGACGCAGGGCAAACACTTTCCC 1260 

1261 TCTAGATCCCTGGGGCCX^ACCCTGTATTTGAGGTTCTCACCACCCTCAGCAGGGAGAAG 1320 

1321 GGCTGAAGTTCGCCATTTTGGAACCTTACAGAACATTTCTGAGCCAAAGTAATCTTCCTT 1380 

1381 CTGGGGCCTGAGTTCCCCAAACTACCCCACAGCAGTCCCTCAAAGACAGCCCTCAATCCA 1440 

1441 TGTAGGGACATCTGAGTATGCCTCTTTCTATTGAAATGTCMTTCMTCCCAGCTTTCTC 1500 

1501 ACCACCGTTCCCCTTTGATTCTTTCTCAATTGTCTTTTTGCCTTTAGCTCCCACCTATAC 1560 
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1561 ATCTCATGCTCAGAGAAAAACMGTTCCTTAGAGGTTGTATTCTTTATTCTCCAAGAATC 1620 

1621 TGTCTGAMCTTGTACAGCTAGTTCCTGTCCCACAACTATTMGTGGTTTATTMGTACA 1680 

1681 TTAGGCAGAATGTGCACTTCATCACCAGGTTCTAGCTCTGGCAAAGGAGTGCTGTCTACA 1740 

1741 GCAAGATTTTTGCTTTTAGAATTTTATTAACTACATCTTTTGGGTTCATCCATCTACAAA 1800 

1801 CACTGATTAAGGGCCCCTGGGGCAACCAATTGATCAGATTACTAAAAGGACTTGGGAAAA 1860 

1861 AGCAAAAAGGTCCCATTGTACTGGACTGAGGATTAGMGCAATTGAAATACAAGCCTGTA 1920 

1921 CCMGCMGCAGCCTGGCCCCACACAGGTATTAGCAMTATGTGGTAACCAAGGTTTTAG 1980 

2040 

2041 ACAGGTTATTCTTATCTCACTGGCTTTCACTGATCATGTTTAGACCTTCTGGTAGAAGAA 2100 

2101 ATAATATCCAGACAGGGGATGATTTGGCTTCAGCAGGCTGCAGGTGTTCAAAGGTTGCCA 2160 

2161 TGTGGCTGGCAGTGGTTCAAGCCCACATTTGACACTGCTGCTCTAGAGGAAAGATAATGA 2220 

2221 TGGTAACACAGTAATAATMTAATAATAACAAAAATATGATAAAGTGAAAGAGTAGATTT 2280 

2281 CTTTCAGTGTGCTTGCTCCATGGCATGAATGCTATGTGGACAGCCCAAGCCATACCCAGA 2340 

2341 ATCACCTTAATTCCAACTTTTTGAGGTTCAGCAATTGGAGGTGGCAATTGGCTTTGCATT 2400 

2401 TTAAAGTATTTCGGGTAAAGGTGAAGTGAAGGATTTTCGTCTTTATMTTTCTGTTTGGC 2460 

2461 CATGGCAAATACCATAGTTGAGTATTTGCTTCAGGAGAGTTCTTTTTACAGTTTTACTTT 2520 
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2521 TCMTGCTGAGGCATATTTCTTTGAGCACTGTGCTTTTATGTGTCTTTCTACAMGGGGT 2580 

2581 TATTGGTCAGTGGAAGAACAAAGTACACTTGATAAAAACATTTTCAACATACATTGAGCC 2640 

2641 TAAACAGCAGTTAAGTTGTCTCTAATGMCTAGCAAAAAAAAAAAATGTAGTTTTTGTTT 2700 

2701 GTAAGGAAGGGGAGGTATTTCCTGAGAATGAATTTTTTTTTTTTTGGATTACTGTTTTTC 2760 
M ...... 

E-J 2761 TCTCCATATACCTTGACTTGGATTTTGACAGGAGGGAGTCTGGGAAAATAATTTTTTCCT 2820 



« 1 

42 



u 

n 

m 



2821 CCAAGATTCTCAGATCCAGGTTAGGAAAGGATTCAGCACTACAGCATACCCCTCTACAAC 2880 

2881 ATACAGCCCTGTCACATTGAGATCATAATCCCTCCTGTCCCACTCCTCTCTACCAACCCC 2940 

2941 ACCCTACTAGCTAGGTCTTCAGTGTTTTACATTGAATATTGGTACATTTTAATTATTTTT -3000 

w 3001 TCTCATAAATGGGTTATTTATAGAGATTTTGTTAACTCTTGAGCCATATGCATGTGTAGA 3060 

« • i » • . • 

3061 TACTGGCAGGGCTATGTTTGTTTATGATGCTCTGCAAACATTTCATATTGGCCAATAAAC 3120 

3121 AGAAATATATCCAAAAAAAAAAAAAAAAAtntaRmssngsgnatdATGGATTGCCAAGAA 3180 

3181 AATGAGTACTGGGACCAATGGGGACGGTGTGTCACCTGCCAACGGTGTGGTCCTGGACAG 3240 

3241 GAGCTATCCMGGATTGTGGTTATGGAGAGGGTGGAGATGCCTACTGCACAGCCTGCCCT 3300 

3301 CCTCGCAGTACAAAAGGCAGCTGGGGCCACCACAAATGTCAGAGTTGCATCACCTGTGCT 3360 

3361 GTCATCAATCGTGTTCAGAAGGTCMCTGCACAGCTACCTCTAATGCTGTCTGTGGGGAC 3420 

3421 TGTTTGCCCAGGTTCTACCGAAAGACACGCATTGGAGGCCTGCAGGACCMGAGTGCATC 3480 
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i t t t i • 

3481 CCGTGCACGMGCAGACCCCCACCTCTGAGGTTCAATGTGCCTTCCAGTTGAGCTTAGTG 3 540 
3541 GAGGCAGATGCACCCACAGTGCCCCCTCAGGAGGCCACACTTGTTGCACTGGTGAGCAGC 3600 
3601 CTGCTAGTGGTGTTTACCCTGGCCTTCCTGGGGCTCTTCTTCCTCTACTGCAAGCAGTTC 3660 

3661 TTCAACAGACATTGCCAGCGTGGAGGTTTGCTGCAGTTTGAGGCTGATAAAACAGCAAAG 3720 

M ..... 

□ 3721 GAGGAATCTCTCTTCCCCGTGCCACCCAGCAAGGAGACCAGTGCTGAGTCCCAAGTCTCT 3780 

Q 
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3781 TGGGCCCCTGGCAGCCTTGCCCAGTTGTTCTCTCTGGACTCTGTTCCTATACCACAACAG 3840 
3841 CAGCAGGGGCCTGAAATGTGA 3861 
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1 GCAGAAGCAGCAGCCGCAGCACCTGAGCCGCTACTGCCGCTCACTCAGGACAACGCTATG 60 

1 N 1 

******* ******* 

61 GCTGAGCCTGGGCACAGCCACCATCTCTCCGCCAGAGTCAGGGGAAGAACTGAGAGGCGC 120 

2 A E P G H yjJ.JJ„IIj..iIJJ..l..?. 21 

121 ATACCCCGGCTGTGGCGGCTGCTGCTCTGGGCTGGGACCGCCTTCCAGGTGACCCAGGGA 180 
22- I P R L W R L...L..k..O...?....IJ..i.J....L.l..Q...!? 41 

181 ACGGGACCGGAGCTTCACGCCTGCAAAGAGTCTGAGTACCACTATGAGTACACGGCGTGT 240 
42 TCPE LHAC KESEYHY EY 3-A-G- 61 

+++++++++++++++ 

241 GACAGCACGGGTTCCAGGTGGAGGGTCGCCGTGCCGCATACCCCGGGCCTGTGCACCAGC 300 

62 SSTGSRWRVAVPHTPGLCTS 81 
+ . ++++++++++++++++ 

301 CTGCCTGACCCCGTCAAGGGCACCGAGTGCTCCTTCTCCTGCMCGCCGGGGAGTTTCTG 360 

82 L — P — B PVKGTECSFSCNAGEFL 101 
******* 

361 GATATGAAGGACCAGTCATGTAAGCCATGCGCTGAGGGCCGCTACTCCCTCGGCACAGGC 420 

102 DMKDQSC KPCAEGR 4SLGTG 121 

421 ATTCGGTTTGATGAGTGGGATGAGCTGCCCCATGGCTTTGCCAGCCTCTCAGCCAACATG 480 

122 IRFDEWDELPHGFASLSANM 141 

.+++++++++++*******. 

481 GAGCTGGATGACAGTGCTGCTGAGTCCACCGGGAACTGTACTTCGTCCAAGTGGGTTCCC 540 

142 ELDD SAAE STGNCTSSKWVP 161 

541 CGGGGCGACTACATCGCCTTCAACACGGACGAATGCACAGCCACACTGATGTACGCCGTC 600 

162 RGDYIAFNTDECTATLMYAV 181 

601 AACCTGAAGCAATCTGGCACCGTTAACTTCGAATACTACTATCCAGACTCCAGCATCATC 660 

182 N L K .Q S GTVNFEYYYPDSSII 201 
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661 TTTGAGTTTTTCGTTCAGAATGACCAGTGCCAGCCCAATGCAGATGACTCCAGGTGGATG 720 

202 FEFFVQNDQCQPNADDSRWM 221 
******* 

721 AAGACCACAGAGAAAGGATGGGAATTCCACAGTGTGGAGCTAAATCGAGGCAATAATGTC 780 

222 KTTEKGWEFHSVELNRGNNV 241 

781 CTCTATTGGAGAACCACAGCCTTCTCAGTATGGACCAAAGTACCCAAGCCTGTGCTGGTG 840 

242 LYWRTTAFSVWTKVPKPVLV 261 

+++++++++++++++++ 

841 AGAAACATTGCCATAACAGGGGTGGCCTACACTTCAGAATGCTTCCCCTGCAAACCTGGC 900 

262 RNIAITGVAyrSECFPCflPG 281 

+++++++++++++++++ 

901 ACGTATGCAGACAAGCAGGGCTCCTCTTTCTGCAAACTTTGCCCAGCCAACTCTTATTCA 960 

282 TYAD KQGSSFCKLCPAESYS 301 

******* 

961 AATAAAGGAGAAACTTCTTGCCACCAGTGTGACCCTGACAAATACTCAGAGAAAGGATCT 1020 

302 EKGETSCHQCDPDKYSEKGS 321 

+++++++++++ . ******* 

1021 TCTTCCTGTAACGTGCGCCCAGCTTGCACAGACAAAGATTATTTCTACACACACACGGCC 1080 

322 SSCNVRPAC TDKD YFYTHZ-A 341 

1081 TGCGATGCCAACGGAGAGACACAACTCATGTACAAATGGGCCAAGCCGAAAATCTGTAGC 1140 

342 &SAMGETQLMYKMAKPKICS 361 

1141 GAGGACCTTGAGGGGGCAGTGAAGCTGCCTGCCTCTGGTGTGAAGACCCACTGCCCACCC 1200 

362 EDLEGAVKLPASGVKTKCPP 381 

++++. 

1201 TGCAACCCAGGCTTCTTCAAAACCAACAACAGCACCTGCCAGCCCTGCCCATATGGTTCC 1260 

382 CNPGFFKTNESTCQPCPYGS 401 

++++++++++++++++++++++++++ . +H+++H++++H+++ 

1261 TACTCCAATGGCTCAGACTGTACCCGCTGCCCTGCAGGGACTGAACCTGCTGTGGGATTT 1320 

402 YSNGSDCTRCPAGTEPAVGF 421 
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1321 GMTACAAATGGTGGMCACGCTGCCCACAAACATGGMACGACCGTTCTCAGTGGGATC 1380 

422 EYKWWNTLP TNME TTVLSGI 441 

1381 AACTTCGAGTACAAGGGCATGACAGGCTGGGAGGTGGCTGGTGATCACATTTACACAGCT 1440 

442 NFEYKGM TCWE VAGDH IYTA 461 
++++++++++++++++. . . ... 

1441 GCTGGAGCCTCAGACAATGACTTCATGATTCTCACTCTGGTTGTGCCAGGATTTAGACCT 1500 

462. AGA SDND FMILTLVVPGFRP 481 

1501 CCGCAGTCGGTGAT(3GCAGACACAGAGMTAMGAGGTGGCCAGAATCACATTTGTCTTT 1560 

482 PQSVMADTENKEVARITFVF 501 

1561 GAGACCCTCTGTTCTGTGAACTGTGAGCTCTACTTCATGGTGGGTGTGAATTCTAGGACC 1620 

502 ETLCSVNCELYFMVGVHSRT 521 
******* 

1621 AACACTCCTGTGGAGACGTGGAAAGGTTCCAAAGGCAAACAGTCCTATACCTACATCATT 1680 

522 H TPVE TWKGSRGKQSYTYII 541 

1681 GAGGAGAACACTACCACGAGCTTCACCTGGGCCTTGCAGAGGACCACTTTTCATGAGGCA 1740 

542 EENTTTSFTWAFQRT TFHE A 561 
******* 

1741 AGCAGGAAGTACACCAATGACGTTGCCAAGATCTACTCCATCAATGTCACCAATGTTATG 1800 

562 SRKYTNDVAKIYSINVTNVM 581 

. +++++++ . 

1801 AATGGCGTGGCCTCCTACTGCCGTCCCTGTGCCCTAGAAGCCTCTGATGTGGGCTCCTCC 1860 

582 NGVASYCRPCALEASDVGSS 601 

++H+++ .... ++++++++++H+H+ . 

1861 TGCACCTCTTGTCCTGCTGGTTACTATATTGACCGAGATTCAGGAACCTGCCACTCCTGC 1920 

602 CTSCPAGYYIDRDSGTCHSC 621 

++++++++++++++++ 

1921 CCCCCTAACACAATTCTGAAAGCCCACCAGCCTTATGGTGTCCAGGCCTGTGTGCCCTGT 1980 

622 PPNTILKAHQPYGV Q ACVPC 641 
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++++++++++++++++ .... 

1981 GGTCCAGGGACCMGAACMCMGATCCACTCTCTGTGCTACMTGATTGCACCTTCTCA 2040 

642 GPGTKNNKIHSLCYNDCTFS 661 

2041 CGCAACACTCCMCCAGGACTTTCAACTACAACTTCTCCGCTTTGGCAAACACCGTCACT 2100 

662 RNTPTRTFNYNFSALANTVT 681 

******* 

2101 CTTGCTGGAGGGCCAAGCTTCACTTCCAAAGGGTTGAAATACTTCCATCACTTTACCCTC 2160 

682 LAGGPSFTSKGLKYFHHFTL 701 

2161 AGTCTCTGTGGAAACCAGGGTAGGAAAATGTCTGTGTGCACCGACAATGTCACTGACCTC 2220 

702 SLCGNQGRKMSVCTDNVTDL 721 

2221 CGGATTCCTGAGGGTGAGTCAGGGTTCTCCAAATCTATCACAGCCTACGTCTGCCAGGCA 2280 

722 RIPEGESGFSKSITAYVCQA 741 

2281 GTCATCATCCCCCCAGAGGTGACAGGCTACAAGGCCGGGGTTTCCTCACAGCCTGTCAGC 2340 

742 VIIPPEVTGYKAGVSSQPVS 761 

2341 CTTGCTGATCGACTTATTGGGGTGACAACAGATATGACTCTGGATGGAATCACCTCCCCA 2400 

762 ^-ft— B RLIGVTTDMTLDGIT S— P- 781 

2401 GCTGAACTTTTCCACCTGGAGTCCTTGGGAATACCGGACGTGATCTTCTTTTATAGGTCC 2460 

782 A— ELFHLESLGIPDVIFFYRS 801 

******* ******* 

2461 AATGATGTGACCCAGTCCTGCAGTTCTGGGAGATCAACCACCATCCGCGTCAGGTGCAGT 2520 

802 NDVTQSCSSGRSTTIRVRCS 821 

. +++++++ . 

2521 CCACAGAAAACTGTCCCTGGAAGTTTGCTGCTGCCAGGAACGTGCTCAGATGGGACCTGT 2580 

822 PQKTVPGSLLLPG TCSD GTC 841 
+++++++ ...... 

2581 GATGGCTGCAACTTCCACTTCCTGTGGGAGAGCGCGGCTGCTTGCCCGCTCTGCTCAGTG 2640 

842 D G C N F H F L W E S A A A C P L C S-V 861 
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+++++++++++'+++++ 

2641 GCTGACTACCATGCTATCGTCAGCAGCTGTGTGGCTGGGATCCAGMGACTACTTACGTG 2700 

862 ft— B YHAIVSSCVAGIQKTTYV 881 

2701 TGGCGAGAACCCAAGCTATGCTCTGGTGGCATTTCTCTGCCTGAGCAGAGAGTCACCATC 2760 

882 WREPRLCSGGI SLPE QRVTI 901 

.++++++++++++++++++++++++++++ . 

2761 TGCAAAACCATAGATTTCTGGCTGAAAGTGGGCATCTCTGCAGGCACCTGTACTGCCATC 2820 

902- CKTIDFWLKVGISAGTCTAI 921 

2821 CTGCTCACCGTCTTGACCTGCTACTTTTGGAAAAAGAATCAAAAACTAGAGTACAAGTAC 2880 

922 LLTVLTCYFW k k n q k 1 e y k y 941 

******* 

2881 TCCAAGCTGGTGATGAATGCTACTCTCAAGGACTGTGACCTGCCAGCAGCTGACAGCTGC 2940 

942 s k 1 v m n a t 1 k d cdlpaadsc 961 

*******_ 

2941 GCCATCATGGAAGGCGAGGATGTAGAGGACGACCTCATCTTTACCAGCAAGAATCACTCT 3000 

962 a i m e g e d v e d d 1 i f t. s k n h s 981 

3001 TTGGGAAGATCAAATCATTTACCTCCAAGAGGACTCCTGATGGATTTGACTCAGTGCCGC 3060 

982 1grsnhlpprgllmdltqcr 1001 

3061 TGAAGACATCCTCAGGAGGCCCAGACATGGACCTGTGAGAGGCACTGCCTGCCTCACCTG 3120 

1002 * 1002 

3121 CCTCCTCACCTTGCATAGCACCTTTGCAAGCCTGCGGCGATTTGGGTGCCAGCATCCTGC 3180 

3181 MCACCCACTGCTGGAAATCTCTTCATTGTGGCCTTATCAGATGTTTGAATTTCAGATCT 3240 

3241 TTTTTTATAGAGTACCCAAACCCTCCTTTCTGCTTGCCTCAAACCTGCCAAATATACCCA 3300 

3301 CACTTTGTTTGTAAATTAAAAAAAAAAAAAAAAA 3334 
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